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low copy numbers

e Triplicate RT, triplicate qPCR
e Three genes, four dilutions of
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Abundant transcripts are

lognormally distibuted
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e 125 [3-cells
e Geom. Mean (Ins1): 19 000 copies/cell
e Arithmetic mean (Ins1): 37 000 copies/cell
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Most cells are unaffected
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Single cell correlations

Abce8 Kenjtt

Table 2. Pearson correlation coefficients based on logarithms of

expression levels Chr 19 Chr 7
ActB Insi Ins2 Abcc8 Kenj11
ActB 1
Ins1 0.15
Ins2 0.12 1
Abcc8 —0.02 . 0.06 1
Kenj11 0.11 —-0.02 0.24 -0.15 1

Pearson coefficient is calculated as
I
~1=r=30x-00 -V -2y, -7 =1,
where x and y are the logarithms of expression levels of the two genes, i
indexes the cell, and the bar indicates average. r close to 1 signifies strong

positive correlation, while a value clcse to zero means no correlation.
Negative r value would be anti-correlation.
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Summary

» Reproducibility of traditional gPCR decreases rapidly at <100
initial copies
e Abundant transcripts are lognormally distributed

* Glucose affects insulin gene expression in B-cells in a
heterogeneous fashion

e Global extrinsic noise is low

* Noise in insulin gene expression is dominated by pathway-
specific extrinsic noise
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