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INTRODUCTION

The molecular signature of BCR-ABL fusion gene in chronic myeloid leukemia (CML) provides a unique tool for diagnosis and monitoring of tumor burden during

therapy. The intr ion of imatinib ylate, ing the i of high rates of clinical and cytogenetic remission, has revolutionized the treatment of CML
patients and reinforced the fundamental role of BCR-ABL transcript levels monitoring by RT-qPCR to assess minimal residual disease. Nevertheless, many procedural

of this i require a strong inter-laboratory optimisation and r for har the different methodologies have recently

been proposed.

THE GENEXPERT DX SYSTEM AND THE XPERT BCR-ABL MONITOR™ ASSAY
The Xpert BCR-ABL Monitor™, recently developed by Cepheid (Sunnyvale, CA 94089-1189), is an In Vitro Diagnostic assay, whose i use is the

monitoring of p210 BCR-ABL transcript in peripheral blood samples of CML patients, through a fully automated platform, the GeneXpert Dx System (Cepheid). The

instrument can perform nucleic acid isolation, reverse transcription and qPCR into a multi ingl cartridge thanks to the integration of a

quantitative real-time thermal-cycler with a software-driven cartridge processor. The analysis, that requires 200 pl of sample, is completed in less than 2 hour.
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CONCLUSIONS
The preliminary data here may that, even if more extensive studies are undoubtedly needed, the Xpert BCR-ABL Monitor™ assay combined with the
GeneXpert Dx System, thanks also to its user-friendliness, could offer a valid alternative to tr: i RT-qPCR llowing a better ization of the
molecular techniques used for CML monitoring. Some technical issues, such as the possibility of use of other sample type (bone marrow, isolated cells, RNA), the
analysis of sample with high WBC count and high transcripts level, should be improved in the near-future, not forgetting economical considerations, such as the costs
of possible sample repetitions.




